Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.051; wR factor = 0.143; data-to-parameter ratio = 20.0.
The title compound, C 27 H 18 Cl 2 N 2 O 2 , represents a racemic mixture of the corresponding R,R and S,S diastereomers. The isoxazoline ring adopts an envelope conformation with the spiro C atom deviating by 0.093 (2) Å from the rest of the ring. The six-membered keto-substituted carbocycle has a sofa conformation with the methylene C atom adjacent to the spiro center deviating by 0.289 (2) Å from the mean plane of the remaining atoms. In the crystal, molecules are linked via C-HÁ Á ÁCl interactions and C-ClÁ Á ÁO halogen bonds [2.958 (2) Å , 171.39 (7) ], which generate bifurcated R 2 1 (6) ring motifs resulting in C 2 1 [R 2 1 (6)] chains running parallel to [010] . (2010) . For graph-set notation, see: Bernstein et al.(1995) Experimental Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Symmetry code: (i) Àx þ 3 2 ; y À 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2008); cell refinement: SAINT (Bruker, 2008); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). structural aspects.
The title compound C 27 H 18 Cl 2 N 2 O 2 , consists of an isoxazole ring spiro attached to acridine ring system and the phenyl rings (C22-C27) and (C16-C21). X-ray analysis confirms the molecular stereochemistry as illustrated in Fig. 1 . The quinoline ring system is essentially planar with a maximum deviation of -0.049 (2) Å for C9 atom. The quinoline ring system forms a dihedral angle of 86.12 (10) ° with the chlorophenyl ring (C16-C21), which shows that they are almost orthogonal to each other. The chlorophenyl ring (C22-C27) forms a dihedral angle of 74.99 (9) ° with the quinoline ring system.
The six membered carbocyclic ring (C8-C13) adopts a sofa conformation with the deviation of C11 by -0.289 (2) Å from the mean plane formed by the remaining ring atoms. The mean plane of the six membered ring (C8-C13) forms a dihedral angle of 85.34 (11) ° with the chlorophenyl ring (C16-C21), which shows that they are almost perpendicular to each other. The oxygen atom (O1) significantly deviates from the mean plane of the ring (C8-C13) by -0.3368 (18) Å.
The mean plane of the six membered carbocyclic ring (C8-C13) forms a dihedral angle of 2.53 (8) ° with the quinoline ring system, which shows that they are almost coplanar.
The isoxazole ring (N2/O2/C12/C14/C15) adopts an envelope conformation with a maximum deviation of C12 by 0.0935 (18) Å from the mean plane formed by the remaining ring atoms. The isoxazole ring forms the dihedral angles of 82.77 (8) °, 83.52 (9) ° and 83.45 (10) ° with the quinoline bicyclic ring system, the six membered ring (C8-C13) and the phenyl ring (C22-C27), respectively. The chlorine atoms (Cl1 & Cl2) are significantly deviate from the phenyl ring (C16-C21) and (C22-C27) by -0.0113 (19) Å and 0.0666 (8) Å, respectively. The title compound exhibits structural similarities with already reported related structures (Sridharan et al., 2009; Trzybiński et al., 2010) .
In the crystal, the molecules are linked via C10-H10A···Cl2 i intermolecular interaction and C25 i -Cl2 i ···O2 halogen bonding (XB), between the chlorine atom(Cl2) and keto group oxygen atom(O2) of the acridine ring system [Cl2 i ···O2 = 2.958 (2) Å and a nearly linear C25 i -Cl2 i ···O2 angle of 171.39 (7) °], which generate bifurcated R 2 1 (6) ring motifs resulting in chains with the full graph-set designation of C 2 1 [R 2 1 (6)] running parallel to [0 1 0] axis. (Bernstein et al., 1995) (Fig. 2) . The symmetry code:
Experimental A mixture of 3,4-dihydroacridin-1(2H)-one(200 mg, 1 mmol), 4-chloro benzaldehyde (168 mg, 1.2 mmol) and KOH (84 mg, 1.5 mmol) in DME (3 ml) was stirred at ambient temperature for 30 min. Then, 4-chloro-N-hydroxybenzimi doyl chloride (285 mg, 1.5 mmol) was added subsequently to the reaction mixture and stirred at room temperature for 10-12 h. The progress of the reaction was monitored by thin-layer chromatography with petroleum ether-ethylacetate (4:1 v/v) mixture as eluent. After completion of the reaction, the reaction mixture was extracted with ethyl acetate (2x20 ml), washed with water (2x10 ml), dried over anhydrous Na 2 SO 4 and concentrated under reduced pressure. The residue thus obtained recrystallized from diethyl-ether to afford (2S,3′S)-3′,4′-bis(4-chlorophenyl)-3,4-dihydro-1H,3′H-spiro- 
Refinement
The positions of the hydrogen atoms were localized from the difference electron density maps and the distances were geometrically constrained. The H atoms bound to the C atoms, with d(C-H) = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic, d(C-H) = 0.98 Å and U iso (H) = 1.2U eq (C) for methine, d(C-H) = 0.97 Å and U iso (H) = 1.2U eq (C) for methylene groups. The molecular structure of the title compound with the atom numbering scheme. The displacement ellipsoids are drawn at 30% probability level.
Computing details

Figure 2
The crystal packing of the title compound, viewed along c-axis, showing bifurcated bonding including Cl2: C10-H10A···Cl2 i hydrogen bonds and C25 i -Cl2 i ···O2 halogen bonds, resulting into supramolecular chains C 1 2 [R 1 2 (6)] running parallel to [0 1 0] direction. The hydrogen atoms not involved in the hydrogen bonding have been excluded for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (14) 0.0355 (9) 0.0069 (10) −0.0093 (8) −0.0007 (9) C11 0.0443 (11) 0.0532 (12) 0.0424 (10) −0.0016 (9) −0.0057 (8) −0.0032 (9) C12 0.0387 (10) 0.0352 (9) 0.0369 (8) 0.0038 (7) −0.0024 (7) −0.0002 (7) C13 0.0415 (11) 0.0414 (10) 0.0381 (9) 0.0043 (8) −0.0010 (8) 0.0022 (7) C14 0.0356 (10) 0.0346 (9) 0.0400 (9) 0.0017 (7) −0.0016 (7) 0.0009 (7) C15 0.0395 (10) 0.0386 (10) 0.0379 (9) −0.0043 (8) −0.0016 (7) 0.0009 (7) 
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